Statistics of the log-det estimator.
The log-det estimator is a measure of divergence (evolutionary distance) between sequences of biological characters, DNA or amino acids, for example, and has been shown to be robust to biases in composition that can cause problems for other estimators. We provide a statistical framework to construct high-accuracy confidence intervals for log-det estimates and compare the efficiency of the estimator to that of maximum likelihood using time-reversible Markov models. The log-det estimator is found to have good statistical properties under such general models.